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Figure 1 
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Figure 2 
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Figure 3 
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Figure 4 



filename : souse FGF-21 cDMA in pGEM-T 

Sequence Size : 659 
Sequence Position: 1 - 659 
Translation Position: 14 - 646; 



10 20 30 40 50 60 

6AGCGQGCCCTGATG6MTGGATGA6ATCTAGA(»TT66GACCCr6G6ACTGT666TCC6 SEQ ID N0:1 
HEWMRS RVGTLGLWVR "SEQ ID HO:2 

70 80 90 100 110 120 

AG"GCTGCTGGCTGTCTTCCTGCT6GGGGTCTACCAAGCATACCCCATCCCTGAG*CCAG 
LLLAVFLLGVYQAYPIPDSS 

b 130 140 150 160 170 180 

H CCCCCTCCTCaGmGGGGCrrCMGTCCGGaGAGGTACCTa"ACAaaTGACGACCA 
S PLLQFGGQV RQRYLYTODDQ 



%i 190 200 210 220 230 240 

■m AGAQCTGAAGCCCACCTGGAGATCAGGGAGGATGGAACAGTGGTAGGCGCAGCACACCG 
J DTEAHLEXREDGTVVGAAHR 

^ 250 260 270 280 290 300 

feJ CAGTCCAGAAAGTCTCCTGGA GCTCAAA GCCTTGAAGCQGGGGTCATTCAAATCCTGGG 
£ SPESLLELKALKPGVIQXLG 

310 320 330 340 350 360 

C TGTCAAAGCCTCTAG Gl I 1U 1 1 GCCAAaGCaGATGGAGCTCTCTATGGATCGCCTCA 
OJ VKASRFLCQQPDGALYGSPH 

370 380 390 400 410 420 

CTTTGATCCTGAGGCCTGCAGCTTCAGAGAACT 
FDPEACSFRELLLEDGYNVY 

-430 440 450 460 478 480 

CCAGTCTGMGCCCATGGCCTGCCCCrGCGTCTGCCTCAGAAGGACTCCCCAAACCAGGA 
QSEAHGLPLRLPQKOSPHQD 

490 500 510 520 530 540 

TGCAACATCCTGGGGACCTGTGCGCTTCCTGCCCATGCaGGCCTGCTCaCGAGCCCa 
ATSWGPVRFLPMPGLLHEPQ 

550 560 570 580 590 600 

AGACCMGaGGATTCCTGCCCCCAGAGCCCCCAGATGTGGGCTCCTCTGACCCCCTGAG 
DQAGFLPPEPPDVGSSOPLS 

610 620 630 6^3 650 660 

QTGGTAGAGCCTTTAQGGGCCGAAGCCCG^GCTATGCGTCCTGACTCrTCCTGAATC 
MVEPLQGRSPSYAS* 



Figure 5 



Filename : human FGF-21 cDNA in pGEM-T 

Sequence Size : 643 
Sequence Position: 1 - 643 
Translation Position: 9 - 638; 



10 20 30 40 50 60 

c^ccatigatggactcg^cgagaccgggttcg^cactce^aclstaggtttctgi^c SE q id n0:3 
MDSDET6FEHSGLWVSVL SEQ ID NO:4 

70 80 90 100 110 320 

i^gc^tcttctgctgggagcctgccaggcacaccccatccctaactccagtcetctcc 
A G L L L 6 A C Q A H P I P D S S P L L - 

130 140 150 160 170 180 

tgcaattcgggggccaagtccggcagcggtacrtctacacagatga^cccagcagacag 
QFGGQVRQRYLYTDDAQQTE 

190 200 210 220 230 240 

aagcccacctggagatcagggaggatgggacggtggggggcgctgctgaccagagccccg 

AHIEIREDGTVGGAADQSPE 



250 260 270 280 290 

aaagtctcctgcagc±gaaagccttgaagccgggagttattcaaatcttgggagtcaaga 
SLLQLKALKPGVIQILGVKT 

310 320 330 340 350 360 

catccaggttcctgtgccagcggccagatggggccctgtatggatcgctccac±ttgacc 
SRFLCQRPOGALYGSLHFDP 

370 380 390 400 410 420 

ctgagacctgcagcttccgggagctgcttcttgaggacggatacaafcgtttaccagtccg 
E A C S F R E LLLEDGYNVYQSE 

- -Jf30 -440 "450 460 470 -480 

aagcccacggcctcccgctgcacctgccagggaacaagtccccacaccgggaccctgcac 
AHGLPLHLPGHKSPHRDPAP 

490 500 510 520 530 540 

cccgaggaccagctcgcttcctgccactaccaggcctgccccccgcactcccggagccac 
RGPARFLPLPGLPPALPEPP 

550 560 570 580 590 600 

ccggaatcctggccccccagccccccgatgtgggctcctcggaccctctgagcatggtgg 
G ILAPQPPOVGSSDPLSMVG 

610 620 630 640 ■ 650 

gaccttcccagggccgaagccccagctacgcttcctgaagcca 
PSQGRSPSYAS* 
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Figure 6 
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Figure 7 A 



Codon usage for yeast (highly expressed) genes 



AmAcid 


Codon 


Number 


/1000 


Fraction 


Glv 


GGG 


33.00 


0.86 


0.01 


Glv 


GGA 


70. 00 


1.82 


0.02 


Glv 


GGT 


2672.00 


69.62 


0. 91 


Gly 


GGC 


171.00 


4.46 


0.06 


Glu 


GAG 


277.00 


7.22 


0.10 


Glu 


GAA 


2442.00 


63. 63 


0. 90 


Asp 


GAT 


1100. 00 


28.66 


0.48 


Asp 


GAC 


1211.00 


31.55 


0.52 


Val 


GTG 


117.00 


3.05 


0.04 


Val 


GTA 


75.00 


1.95 


0.03 


Val 


GTT 


1548.00 


40.33 


0.56 


Val 


GTC 


1026.00 


26.73 


0.37 


Ala 


GCG 


36. 00 


0.94 


0.01 


Ala 


GCA 


203. 00 


5.29 


0.06 


Ala 


GCT 


2221. 00 


57.87 


0. 65 


Ala 


GCC 


969. 00 


25.25 


0.28 


Arg 


AGG 


20.00 


0.52 


0.01 


Arg 


AGA 


1336.00 


34.81 


0.83 


Ser 


AGT 


116.00 


3.02 


0.05 


Ser 


AGC 


94.00 


2.45 


0.04 


Lvs 


AAG 


2365.00 


61.62 


0.78 


Lys 


AAA 


651. 00 


16. 96 


0.22 


Asn 


AAT 


347.00 


9.04 


0.22 


Asn 


AAC 


1259.00 


32.80 


0.78 


Met 


ATG 


766.00 


19. 96 


1.00 


lie 


ATA 


43.00 


1.12 


0.02 


lie 


ATT 


1223.00 


31.87 


0.52 


lie 


ATC 


1070.00 


27.88 


0.46 


Thr 


ACG 


28.00 


0.73 


0.01 
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Figure 7 B 



Thr 


ACA 


126.00 


3.28 


0.06 


Thr 


ACT 


1129.00 


29.42 


0.50 


Thr 


ACC 


962. 00 


25.07 


0 . 43 


Tro 


TGG 


325. 00 


8.47 


1.00 


End 


TGA 


10 . 00 


0.26 


0.09 


Cys 


TGT 


254.00 


6.62 


0.89 


Cys 


TGC 


33.00 


0.86 


0 . 11 


End 


TAG 


11.00 


0.29 


0.10 


End 


TAA 


85.00 


2.21 


0.80 


Tyr 


TAT 


219.00 


5.71 


0.19 


Tyr 


TAC 


913.00 


23.79 


0 . 81 


Leu 


TTG 


2202 . 00 


57 . 38 


0. 69 


LeU 


TTA 


576. 00 


15.01 


0 . 18 


Phe 


TTT 


432.00 


11.26 


0.27 


Phe 


TTC 


1145.00 


29.83 


0.73 


Ser 


TCG 


26. 00 


0. 68 


0.01 


Ser 


TCA 


149. 00 


3.88 


0.06 


Ser 


TCT 


1279.00 


33.33 


0. 52 


Ser 


TCC 


818.00 


21.31 


0 . 33 


Arg 


CGG 


0 . 00 


0 . 00 


0 . 00 


Arg 


CGA 


1 . 00 


0 .03 


0 . 00 


Arg 


CGT 


249.00 


6.49 


0.15 


Arg 


CGC 


5.00 


0.13 


0.00 


Gin 


CAG 


62 . 00 


1. 62 


0 . 05 


Gin 


CAA 


1225. 00 


31. 92 


0 . 95 


His 


CAT 


236.00 


6.15 


0.35 


His 


CAC 


433. 00 


11.28 


0 . 65 


Leu 


CTG 


52 . 00 


1.35 


0 . 02 


Leu 


CTA 


236. 00 


6. 15 


0 . 07 


XjC- n 


X X 


90 00 


2 35 


0 03 


Leu 


CTC 


14.00 


0.36 


0.00 


Pro 


CCG 


10.00 


0.26 


0.01 


Pro 


CCA 


1271. 00 


33. 12 


0.80 


Pro 


CCT 


279.00 


7 .27 


0.18 


Pro 


CCC 


33.00 


0.86 


0.02 
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Figure 8 A 



Codon usage for Drosophila (highly expressed) genes 





AmAcid 


Codon 


Number 


/1000 


Fraction 




Gly 


GGG 


6. 00 


0.28 


o on 




Gly 


GGA 


380.00 


18 . 04 


0 22 




Gly 


GGT 


575.00 


27.29 


0 . 34 




Gly 


GGC 


746.00 


35.41 


0.44 




Glu 


GAG 


1217.00 


57 . 77 


0 . 91 




Glu 


GAA 


115.00 


5.46 


0 . 09 




Asp 


GAT 


503. 00 


23 .88 


0 43 




Asp 


GAC 


654.00 


31.04 


0.57 




Val 


GTG 


719.00 


34 . 13 






Val 


GTA 


29. 00 


1 38 


0 09 


p* 


Val 


GTT 


226 . 00 


10 73 


n 14 

U • _1_ fi 




Val 


GTC 


608.00 


28.86 


0.38 




Ala 


GCG 


94 . 00 


4 46 


0 OR 


Vs 


Ala 


GCA 


80 . 00 


3 80 


0 04 

U • U H 


ni 


Ala 


GCT 


446. 00 


21 . 17 


0 24 




Ala 


GCC 


1277.00 


60. 61 


0. 67 


b 


Arg 


AGG 


48.00 


2 . 28 


0 06 




Arg 


AGA 


12.00 


0. 57 


0 01 


»s : 
: U 


Ser 


AGT 


16.00 


0.76 


0 01 




Ser 


AGC 


267.00 


12. 67 


0 . 23 




Lys 


AAG 


1360.00 


64.55 


0. 93 




Lys 


AAA 


108.00 


5.13 


0.07 




Asn 


AAT 


127.00 


6.03 


0.13 




Asn 


AAC 


878.00 


41.67 


0.87 




Met 


ATG 


387.00 


18.37 


1.00 




He 


ATA 


4.00 


0. 19 


0.00 




He 


ATT 


390.00 


18.51 


0.29 




He 


ATC 
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Figure 8 E 
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Figure 9 A 

Codon usage for enteric bacterial (highly expressed) genes 
7/19/83 
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GGG 
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0. 02 
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Gly 
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Figure 9 B 
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